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|BACKGROUND | |CHROMOSOMAL LOCATION

Mitochondrial ribosomes consist of a large 39S subunit and a small 28S sub-  Genetic locus: MRPS16 (human) mapping to 10q22.2.
unit, both of which are comprised of multiple mitochondrial ribosomal proteins

(MRPs) that are encoded by nuclear genes and are essential for protein syn- | PRODUCT

thesis within mitochondria. MRP-S16 (mitochondrial ribosomal protein S16) MRP-S16 siRNA (n) is a pool of 3 target-specific 19-25 nt siRNAs designed
is @ 137 amino acid protein that localizes to the mitochondrion, where it exists 4o 1nock down gene expression. Each vial contains 3.3 nmol of lyophilized

as a component of the 28S ribosomal subunit and works in conjunction siRNA, sufficient for a 10 pM solution once resuspended using protocol
with other MRPs to mediate protein synthesis. Defects in the gene encoding below. Suitable for 50-100 transfections. Also see MRP-S16 ShRNA
MRP-S16 are the cause of COXPD2 (combined phospharylation deficiency Plasmid (h): sc-90541-SH and MRP-S16 shRNA (h) Lentiviral Particles:
type 2), a disease characterized by severe multi-system failure and symptoms 5c-90541-V as alternate gene silencing products.

such as fatal neonatal metabolic acidosis with agenesis of the corpus

callosum. For independent verification of MRP-S16 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
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