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FTSJ1 siRNA (h): sc-90901

The Power to Question

|BACKGROUND | |STORAGE AND RESUSPENSION

FTSJ1 (FtsJ homolog 1), also known as putative ribosomal RNA methyltrans- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
ferase 1, rRNA (uridine-2'-0-)-methyltransferase, MRX44, JM23, SPB1, MRX9, one year from the date of shipment. Once resuspended, store at -20° C,
TRM7 or CDLIV, is a 329 amino acid nucleolar protein belonging to the RImE avoid contact with RNAses and repeated freeze thaw cycles.

family and methyltransferase superfamily. Expressed in adult thalamus, hip-
pocampus, amygdala, corpus callosum and caudate nucleus, as well as fetal
kidney, lung, liver, brain and lung, FTSJ1 plays a role in rRNA modification and
processing. FTSJ1 exists as multiple spliced isoforms which are encoded by

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

a gene located on human chromosome Xp11.23. Notably, defects in the gene EDTA buffered solution.
encoding FTSJ1 are the cause of mental retardation X-linked type 44 (MRX44)
and nonsyndromic X-linked mental retardation (MRX9). |APPUCATIONS
FTSJ1 siRNA (h) is recommended for the inhibition of FTSJ1 expression in
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FTSJ1 (B-2): sc-390355 is recommended as a control antibody for monitoring
of FTSJ1 gene expression knockdown by Western Blotting (starting dilution
1:200, dilution range 1:100-1:1000) or immunofluorescence (starting dilution
6. Ramser, J., et al. 2004. A splice site mutation in the methyltransferase gene  1:50, dilution range 1:50-1:500).

FTSJ1 in Xp11.23 is associated with non-syndromic mental retardation in a

X ) To ensure optimal results, the following support reagents are recommended:
large Belgian family (MRX9). J. Med. Genet. 41: 679-683.

1) Western Blotting: use m-lgGk BP-HRP: sc-516102 or m-IgGx BP-HRP (Cruz

7. Online Mendelian Inheritance in Man, OMIM™. 2007. Johns Hopkins Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
University, Baltimore, MD. MIM Number: 300499. World Wide Web URL: Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
http://www.ncbi.nlm.nih.gov/omim/ sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunofluo-

rescence: use m-lgGk BP-FITC: sc-516140 or m-IgGk BP-PE: sc-516141
| CHROMOSOMAL LOCATION | (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium: sc-24941

Genetic locus: FTSJ1 (human) mapping to Xp11.23 or UltraCruz® Hard-set Mounting Medium: sc-359850.

[PRODUCT | |RT-PCR REAGENTS

FTSJ1 siBNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to Sieor:l_k?wlé?:rlltdltoa\}\%euz?r;PC:T?’%beerrsg:r?TeS({lt10(hm)?gll'ﬁ’tP;[:F-TE]SO\JE]}]?-BFr’]Is (ezxopreli-
knock down gene expression. Each vial contains 3.3 nmol of lyophilized . g . ‘ . -
SiIRNA. sufficient for a 10 pM solution once resuspended using protocol Annealing temperature for the primers should be 55-60° C and the extension

below, Suitable for 50-100 transfections. Also see FTSJ1 ShANA Plasmid (h: ~ EPerature should be 68-72°C.
sc-90901-SH and FTSJ1 shRNA (h) Lentiviral Particles: sc-90901-V as alter-

|RESEARCH USE

nate gene silencing products.

. I L For research use only, not for use in diagnostic procedures.
For independent verification of FTSJ1 (h) gene silencing results, we also pro- Y g P

vide the individual siRNA duplex components. Each is available as 3.3 nmol

PROTOCOLS
of Iyophilized siRNA. These include: sc-90901A, sc-90901B and sc-90901C. |

See our web site at www.scbt.com for detailed protocols and support
products.

Santa Cruz Biotechnology, Inc.  1.800.457.3801 831.457.3800 fax 831.457.3801 Europe +00800 4573 8000 49622145030 www.scbt.com



