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The Power to Question

|BACKGROUND | [PRODUCT |
LAGE-3 (L antigen family member 3), also known as DXS9879E, ESO3 or LAGE-3 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
ITBAZ, is a 143 amino acid protein belonging to the CTAG family. Members knock down gene expression. Each vial contains 3.3 nmol of lyophilized
of the LAGE/ESO gene family are clustered together on human chromosome siRNA, sufficient for a 10 uM solution once resuspended using protocol
Xq28 and have similar exon-intron structures. Unlike the other family mem- below. Suitable for 50-100 transfections. Also see LAGE-3 shRNA Plasmid (h):
bers, which are normally expressed only in testis and activated in a wide 5¢-90924-SH and LAGE-3 shRNA (h) Lentiviral Particles: sc-90924-V as alter-
range of human tumors, LAGE-3 is ubiquitously expressed in somatic tissues. nate gene silencing products.

LAGE-3 is also highly conserved in mouse and rat, suggesting that the encod-
ed protein is functionally important. The gene encoding LAGE-3 maps to
mouse chromosome X A7.3. An intronless pseudogene with high sequence
similarity to this gene is located on human chromosome 9.

For independent verification of LAGE-3 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of Iyophilized siRNA. These include: sc-90924A, sc-90924B and sc-90924C.

| |STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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| CHROMOSOMAL LOCATION | For research use only, not for use in diagnostic procedures.

Genetic locus: LAGE3 (human) mapping to Xg28.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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