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The Power to Question

|BACKGROUND | [PRODUCT
Rho GTPases, which play fundamental roles in numerous cellular processes, ~ ARHGEF37 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
are initiated by external stimuli that signal though G-protein coupled recep- to knock down gene expression. Each vial contains 3.3 nmol of lyophilized

tors. ARHGEF37 (Rho guanine nucleotide exchange factor (GEF) 37) is a 675 siRNA, sufficient for a 10 uM solution once resuspended using protocol
amino acid protein that contains one BAR domain, one DH (DBL-homology) below. Suitable for 50-100 transfections. Also see ARHGEF37 shRNA
domain and two SH3 domains. Conserved in chimpanzee, canine, bovine, Plasmid (h): sc-91898-SH and ARHGEF37 shRNA (h) Lentiviral Particles:
mouse, rat, chicken and zebrafish, ARHGEF37 is encoded by a gene that maps sc-91898-V as alternate gene silencing products.

to human chromosome 5g33.1. Chromosome 5 makes up approximately 6%
of the human genome and contains 181 million base pairs, which encode
1,000 genes. Chromosome 5 is associated with Cockayne syndrome, familial
adenomatous polyposis and Treacher Collins syndrome. Deletion of 5q, or
chromosome 5 altogether, is common in myelodysplastic syndrome and acute

For independent verification of ARHGEF37 (h) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-91898A, sc-91898B and
sc-91898C.

myelogenous leukemias. [STORAGE AND RESUSPENSION
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Genetic locus: ARHGEF37 (human) mapping to 5g32.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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