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|BACKGROUND | [PRODUCT
LOC644994, also known as Chorf50, is a 156 amino acid single-pass type Il L0C644994 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
membrane protein. The gene that encodes LOC644994 consists of approxi- to knock down gene expression. Each vial contains 3.3 nmol of lyophilized
mately 32,139 bases and maps to human chromosome 5¢35.1. Chromosome siRNA, sufficient for a 10 uM solution once resuspended using protocol
5 contains 181 million base pairs and comprises nearly 6% of the human below. Suitable for 50-100 transfections. Also see LOC644994 shRNA
genome. Chromosome 5 is associated with Cockayne syndrome through the Plasmid (h): sc-91942-SH and LOC644994 shRNA (h) Lentiviral Particles:
ERCC8 gene and familial adenomatous polyposis through the adenomatous sc-91942-V as alternate gene silencing products.

polyposis coli (APC) tumor suppressor gene. Treacher Collins syndrome is
also chromosome 5-associated and is caused by insertions or deletions within
the TCOF1 gene. Deletion of the p arm of chromosome 5 leads to Cri du chat
syndrome, while deletion of the g arm or of chromosome 5 altogether is
common in therapy-related acute myelogenous leukemias and myelodysplastic

For independent verification of LOC644994 (h) gene silencing results, we
also provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-91942A, sc-91942B and
sc-91942C.

syndrome. |STORAGE AND RESUSPENSION
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|CHROMOSOMAL LOCATION
Genetic locus: C5orf50 (human) mapping to 5g35.1.
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