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|BACKGROUND | |CHROMOSOMAL LOCATION

Chromosome 14 contains about 700 genes and 106 million base pairs and Genetic locus: YLPM1 (human) mapping to 14q24.3.
makes up about 3.5% of human cellular DNA. Chromosome 14 encodes the

presinilin 1 (PSEN1) gene, which is one of the three key genes associated with | PRODUCT

the development of Alzheimer’s djsease. The SERPINA1_ gene is located on Zap3 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
chromosome 14 and when defective leads to the genetic disorder o.1-anti- knock down gene expression. Each vial contains 3.3 nmol of Iyophilized

trypsin deficiency. This disorder is characterized by severe lung complications siRNA, sufficient for a 10 M solution once resuspended using protocol

and liver dysfunction. Notably, the immunoglobulin heavy chain locus is found  pojow Suitable for 50-100 transfections. Also see Zap3 shANA Plasmid (h}:

on chromosome 14 and has been identified as a fusion with the chromosome s+ 9999951 and Zap3 shRNA (h) Lentiviral Particles: sc-92299-V as alter-
19 encoded protein Bcl-3 in the (14;19) translocations found in a variety of nate gene silencing products.

B cell malignancies.
For independent verification of Zap3 (h) gene silencing results, we also pro-
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[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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