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The Power to Question

|BACKGROUND | |STORAGE AND RESUSPENSION

In eukaryotic cells, selective breakdown of cellular proteins is ensured by Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
their ubiquitination and subsequent degradation by the 26S Proteasome. The one year from the date of shipment. Once resuspended, store at -20° C,
26S Proteasome is a protease complex that selectively breaks down proteins  avoid contact with RNAses and repeated freeze thaw cycles.

th?)t hfatve beeln mo_dt':e%gg BOYUb'qumn rc]halgs. It 's. n;]ade up of tmo mu|tt|- Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
subunit compiexes. the roteasome chambef, WhICh SeIves as the prote- provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water

olytic core Of.thef _complex an(_i two 19S regulatory particles which recognize makes a 10 uM solution in a 10 M Tris-HCI. pH 8.0, 20 mM NaCl. 1 mM
and unfold ubiquitinated proteins. PSMD12 (proteasome (prosome, macropain) EDTA buffered solution
26S subunit, non-ATPase, 12), also known as p55 or Rpnb, is a 456 amino acid '

protein belonging to the proteasome subunit p55 family. PSMD12 acts as a |APPLICATIONS

regulatory subunit of the 26S Proteasome and is a component of the PA700

complex. PSMD12 contains one PCI domain. PSMD12 siRNA (h) is recommended for the inhibition of PSMD12 expression
in human cells.
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|CHROMOSOMAL LOCATION | or UltraCruz® Hard-set Mounting Medium: sc-359850.

Genetic locus: PSMD12 (human) mapping to 17q24.2. | RT-PCR REAGENTS

| PRODUCT | Semi-quantitative RT-PCR may be performed to monitor PSMD12 gene

PSMD12 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed f;grﬁisxm I;l;?ckdfgvn u5|rtlg sz-OPCtF:];rlmere: ES';]ADE [(Jh)_gg_:gf)i_%gg]g_?
to knock down gene expression. Each vial contains 3.3 nmol of lyophilized Wil Annealing temperature for the primers should be andthe

siRNA, sufficient for a 10 pM solution once resuspended using protocol below. extension temperature should be 68-72° C.

Suitable for 50-100 transfections. Also see PSMD12 shRNA Plasmid (h):

Sc-93815-SH and PSMD12 ShRNA () Lentiviral Partiles: sc-93915-Vas  LRESEARCH USE
alternate gene silencing products. For research use only, not for use in diagnostic procedures.

For independent verification of PSMD12 (h) gene silencing results, we also | PROTOCOLS

provide the individual siRNA duplex components. Each is available as 3.3 nmol

of lyophilized siRNA. These include: sc-93915A, sc-93915B and sc-93915C. SeedOUf web site at www.scbt.com for detailed protocols and support
products.
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