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|BACKGROUND | [PRODUCT |
The sterile alpha motif (SAM) domain is a 70 residue structure found in a SAMD14 siRNA (h) is a pool of 2 target-specific 19-25 nt siRNAs designed
large number of proteins involved in diverse processes present throughout to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
eukaryotes. The SAM domain is known to bind RNA and is arranged in a siRNA, sufficient for a 10 uM solution once resuspended using protocol
small five-helix bundle with two large interfaces. SAMD14 (sterile o motif below. Suitable for 50-100 transfections. Also see SAMD14 shRNA

domain-containing protein 14) is a 417 amino acid protein encoded by the Plasmid (h): sc-94214-SH and SAMD14 shRNA (h) Lentiviral Particles:
SAMD14 gene which maps to human chromosome 17. Chromosome 17 makes ~ sc-94214-V as alternate gene silencing products.

up over 2.5% of the human genome with about 81 million bases encoding over
1,200 genes. Two key tumor suppressor genes are associated with chromo-
some 17, namely, p53 and BRCA1. Chromosome 17 is also linked to neurofi-
bromatosis, a condition characterized by neural and epidermal lesions, and
dysregulated Schwann cell growth, Alexander disease, Birt-Hogg-Dube syn-
drome and Canavan disease.

For independent verification of SAMD14 (h) gene silencing results, we
also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-94214A and sc-94214B.

|STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
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|RT-PCR REAGENTS |
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[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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