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FERTL5 siRNA (h): sc-94386

The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION |
The second largest human chromosome, 2 consists of 237 million bases Genetic locus: FERTL5 (human) mapping to 2q11.2.

encoding over 1,400 genes and making up approximately 8% of the human

genome. A number of genetic diseases are linked to genes on chromosome | PRODUCT |

2. Har_lequi‘n icthyosis, a rare and mor.bi.d skin def(_)rmi_ty, is asspciated wit‘h FER1TL5 siRNA (n) is a pool of 3 target-specific 19-25 nt siRNAs designed
mutations in the ABCA12 gene. The lipid metabolic disorder sitosterolemia to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized

is associated with ABCG5 and ABCG8. An extremely rare recessive genetic siRNA, sufficient for a 10 uM solution once resuspended using protocol

disorder, Alstrom syndrome is due to mutations in the ALMST gene. Interest- ooy yitabie for 50-100 transfections. Also see FERTLS shRNA Plasrmid (h:

ingly, chromosome 2 contains what appears to be a vestigial second cen- 5c-94386-SH and FER1L5 shRNA (h) Lentiviral Particles: sc-94386-V as alter-
tromere and vestigial telomeres which gives credence to the hypothesis that nate gene silencing products.

human chromosome 2 is the result of an ancient fusion of two ancestral

chromosomes seen in modern form today in apes. For independent verification of FER1L5 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
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See our web site at www.scht.com for detailed protocols and support
products.
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