SANTA CRUZ BIOTECHNOLOGY, INC.

TRIP12 siRNA (h): sc-94390

BIOTECHNOLOGY

The Power to Question

|BACKGROUND | [STORAGE anD RESUSPENSION

Thyroid hormone receptors (TRs) are transcription factors that regulate the Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
expression of specific genes in a hormone-dependent manner. TRIP12 (thy- one year from the date of shipment. Once resuspended, store at -20° C,
roid hormone receptor interactor 12) is a 1,992 amino acid E3 ubiquitin ligase avoid contact with RNAses and repeated freeze thaw cycles.

involved in the human ubiquitin fusion degradation (UFD) pathway. TRIP12
also modulates the NEDD8 pathway, a series of steps implicated in signal
transduction and cell cycle progression, where it influences APPBP1 degra-
dation by catalyzing its ubiquitination. A member of the UPL family and

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

K-HECT subfamily, TRIP12 contains one WWE domain and a single HECT EDTA buffered solution.

(EBAP-type E3 ubiquitin-protein ligase) domain suggested to contain a non- |APPLICATIONS

covalent ubiquitin-binding site. Subject to post-translational phosphoryla-

tion upon DNA damage, TRIP12 expression is highest in testis and skeletal TRIP12 siRNA (h) is recommended for the inhibition of TRIP12 expression in
muscle, and has also been found in heart, spleen, thymus, ovary, placenta, human cells.

kidney, prostate and peripheral blood leukocytes at lower levels.
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For research use only, not for use in diagnostic procedures.

[CHROMOSOMAL LOCATION |

Genetic locus: TRIP12 (human) mapping to 2q36.3. | PROTOCOLS
See our web site at www.scbt.com for detailed protocols and support
[PRODUCT | products.

TRIP12 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol
below. Suitable for 50-100 transfections. Also see TRIP12 shRNA Plasmid (h):
$¢-94390-SH and TRIP12 shRNA (h) Lentiviral Particles: sc-94390-V as alter-
nate gene silencing products.

For independent verification of TRIP12 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-94390A, sc-94390B and sc-94390C.
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