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The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION

C20rf58 (chromosome 2 open reading frame 58), also known as MGC34824, Genetic locus: CYP1B1-AS1 (human) mapping to 2p22.2.
is a 142 amino acid protein encoded by a gene that maps to human chromo-

some 2q11.2. As the second largest human chromosome, chromosome 2 | PRODUCT
makes up approximately 8% of the human genome and contains 237 million C20rf58 SiRNA (h) is a target-specific 19-25 nt siRNA designed to knock
bases encoding over 1,400 genes. A number of genetic diseases are linked down gene expression. Each vial contains 3.3 nmol of Iyophilized SiRNA,

to genes on chromosome 2. Harlequin icthyosis, a rare skin deformity, is asso- sufficient for a 10 uM solution once resuspended using protocol below.
ciated with mutations in the ABCA12 gene. The lipid metabalic disorder sitos- Suitable for 50-100 transfections. Also see C20rf58 shRNA Plasmid (h):
terolemia is associated with ABCG5 and ABCG8. An extremely rare recessive 5c-95049-SH and C20rf58 shRNA (h) Lentiviral Particles: sc-95049-V as
genetic disorder, Alstrom syndrome, is related to mutations in the ALMS1 alternate gene silencing products.

gene. Chromosome 2 contains a probable vestigial second centromere as well

as vestigial telomeres, which gives credence to the hypothesis that human | STORAGE AND RESUSPENSION

chromosome 2 formed as a result of an ancient fusion of two ancestral chro-

mosomes, which are still present in modern day apes. Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least

one year from the date of shipment. Once resuspended, store at -20° C,
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See our web site at www.scbt.com for detailed protocols and support
products.
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