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The Power to Question

|BACKGROUND | [PRODUCT

Proteins containing RNA recognition matifs, including various hnRNP proteins, RBM16 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
are implicated in the regulation of alternative splicing and protein components to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
of snRNPs. The RBM (RNA-binding motif) gene family encodes proteins with siRNA, sufficient for a 10 uM solution once resuspended using protocol

an RNA binding motif that have been suggested to play a role in the modu- below. Suitable for 50-100 transfections. Also see RBM16 shRNA Plasmid (h):
lation of apoptosis. RBM16 (RNA-binding motif protein 16), also known as sc-95106-SH and RBM16 shRNA (h) Lentiviral Particles: sc-95106-V as alter-
CCAP7 (CDC5L complex-associated protein 7), is a 1,271 amino acid protein nate gene silencing products.

that contains one CID domain and one RRM (RNA recognition motif) domain.
RBM16 interacts with Pol Il (via C-terminus), with a much higher affinity for
phosphorylated Pol II. Identified in a complex with Cdc5L and other spliceo-
somal proteins, RBM16 may associate with the spliceosome. The RBM16
gene is conserved in chimpanzee, canine, bovine, rat, chicken and zebrafish,

For independent verification of RBM16 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of Iyophilized siRNA. These include: sc-95106A, sc-95106B and
sc-95106C.

and maps to human chromosome 625.2. | STORAGE AND RESUSPENSION
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[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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