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|BACKGROUND | |CHROMOSOMAL LOCATION

CEP162 (Centrosomal protein of 162 kDa), also known as KIAA1009 or QN1 Genetic locus: CEP162 (human) mapping to 6q14.2.
(quail neororetina 1), is a 1,403 amino acid protein in the CEP162 family and

containing four coiled coil domains. CEP162 is an axoneme-associated protein | PRODUCT

required to promote the assembly of the transition zone at the base of primary CEP162 siRNA (h) is a pool of 2 target-specific 19-25 nt siRNAs designed
cilia. CEP162 is localized at the distal ends of the centrioles before ciliogen- to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
esis and acts by specifically recognizing and binding the axonemal micro- siRNA, sufficient for a 10 uM solution once resuspended using protocol

tubule, effectively restricting zone formation specifically at the cilia base. below. Suitable for 50-100 transfections. Also see CEP162 shRNA Plasmid (h):

During mitosis, CEP162 is located at the spindle poles and the centrosomes 5¢-95330-SH and CEP162 shRNA (h) Lentiviral Particles: sc-95330-V as alter-
and is essential for chromosome segregation and spindle assembly, interact- nate gene silencing products.

ing with a-Tubulin. CEP162 interacts with CEP290 and is required to mediate

its association with microtubules. The CEP162 gene is widely conserved, For independent verification of CEP162 (h) gene silencing results, we also
including mouse, rat, zebrafish, canine and bovine. provide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-95330A and sc-95330B.
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See our web site at www.scbt.com for detailed protocols and support
products.
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