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The Power to Question

|BACKGROUND | |CHROMOSOMAL LOCATION

Nup37 is a 326 amino acid nuclear protein that contains four WD repeats Genetic locus: NUP37 (human) mapping to 12¢23.2.

and is a component of the Nup107-160 subcomplex of the nuclear pore

complex (NPC). Aside from Nup37, the Nup107-160 subcomplex includes | PRODUCT

Nup160, Nup133, Nup107, NupS8, Pericentrin 1, Nup43, Seh1 and SEC13. Nup37 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to

The Nup1Q7-160 subc.omplex is requirgd for the ass:embly of a functional knock down gene expression. Each vial contains 3.3 nmol of lyophilized
NPC, _and is also_ required for normal k|netocho_re microtubule attachment, SiRNA, sufficient for a 10 uM solution once resuspended using protocol
mitotic progression and chromosome segregation. The gene that encodes below. Suitable for 50-100 transfections. Also see Nup37 shRNA Plasmid (h):

Nup37 consists of around 44,392 bases and maps to human chromosome 5c-95888-SH and Nup37 shRNA (h) Lentiviral Particles: sc-95888-V as alter-
12923.2. Encoding over 1,100 genes, chromosome 12 comprises approxi- nate gene silencing products.

mately 4.5% of the human genome. Chromosome 12 is associated with a

variety of diseases and afflictions, including hypochondrogenesis, achondro- For independent verification of Nup37 (h) gene silencing results, we also pro-
genesis, Kniest dysplasia, Noonan syndrome and trisomy 12p, which causes vide the individual siRNA duplex components. Each is available as 3.3 nmol
facial developmental defects and seizure disorders. of lyophilized siRNA. These include: sc-95888A, sc-95888B and sc-95888C.
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