SANTA CRUZ BIOTECHNOLOQY, INC.

RBMS?2 siRNA (h): sc-96022

The Power to Question

|BACKGROUND | [STORAGE anD RESUSPENSION |
RBMS?2 is a member of a small family of proteins that bind single stranded Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
DNA or RNA. These proteins are characterized by the presence of two sets one year from the date of shipment. Once resuspended, store at -20° C,
of ribonucleoprotein consensus sequence (RNP-CS) that contain conserved avoid contact with RNAses and repeated freeze thaw cycles.

motifs, RNP1 and RNPZ, and are required for DNA binding. The RBMS pro- Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

teins have been implicated in such diverse functions as DNA replication, gene orovided. Resuspension of the sIRNA duplex in 330 pl of RNAse-free water
transcription, cell cycle progression and apoptosis. RBMS2 (RNA-binding makes a.10 UM solution in a 10 M Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
motif, single-stranded-interacting protein 2) is a 407 amino acid protein that EDTA buffered solution ' - '
contains two RRM (RNA recognition motif) domains and localizes to nucleus. '

It has been suggested that RBMS2 suppresses Cdc2 kinase and Cdc13 cyclin | APPLICATIONS

mutants through the induction of translation of Cdc2. The RBMS2 gene is : : — —
conserved in chimpanzee, canine, bovine, mouse, rat and zebrafish, and maps RBMS2 siRNA (h) is recommended for the inhibition of RBMS2 expression in

to human chromosome 12q13.3. human cells.
| REFERENCES | [SUPPORT REAGENTS |
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Cdc2/Cdc13 mutants of Schizosaccharomyces pombe harbour motifs for
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University, Baltimore, MD. MIM Number: 602387. World Wide Web URL: RBMS2 (B-4): sc-514918 is recommended as a control antibody for monitor-

http://www.ncbi.nlm.nih.gov/omim/ ing of RBMS2 gene expression knockdown by Western Blotting (starting
) dilution 1:200, dilution range 1:100-1:1000) or immunofluorescence (starting
5. Oppermann, ES., Gnad, F, Olsen, J.V., Hornberger, R., Greff, Z., Keri, G., dilution 1:50, dilution range 1:50-1:500).
Mann, M. and Daub, H. 2009. Large-scale proteomics analysis of the '. )
human kinome. Mol. Cell. Proteomics 8: 1751-1764. To ensure optimal results, the following support reagents are recommended:
1) Western Blotting: use m-lgGk BP-HRP: sc-516102 or m-IgGk BP-HRP (Cruz
6. Mayya, V., Lundgren, D.H., Hwang, S.I., Rezaul, K., Wu, L., Eng, JK., Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
Rodionov, V. and Han, D.K. 2009. Quantitative phosphoproteomic analysis Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
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protein interactions. Sci. Signal. 2: rad6. rescence: use m-lgGi BP-FITC: sc-516140 or m-lgGxk BP-PE: sc-516141
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| CHROMOSOMAL LOCATION | or UltraCruz® Hard-set Mounting Medium: sc-359850.

Genetic locus: RBMS2 (human) mapping to 12q13.3.

[RT-PCR REAGENTS |

| PRODUCT | Semi-quantitative RT-PCR may be performed to monitor RBMS2 gene expres-
RBMS2 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to sion knockdown using RT-PCR Primer: RBMS2 (h)-PR: sc-96022-PR (20 pl).
knock down gene expression. Each vial contains 3.3 nmol of lyophilized Annealing temperature for the primers should be 55-60° C and the extension
siRNA, sufficient for a 10 pM solution once resuspended using protocol temperature should be 68-72° C.

below. Suitable for 50-100 transfections. Also see RBMS2 shRNA Plasmid (h):
sc-96022-SH and RBMS2 shBNA (h) Lentiviral Particles: sc-96022-V as alter- | RESEARCH USE |
nate gene silencing products. For research use only, not for use in diagnostic procedures.

For independent verification of RBMS2 (h) gene silencing results, we also pro-

vide the individual siRNA duplex components. Each is available as 3.3 nmol of [PROTOCOLS |

Iyophilized siRNA. These include: sc-96022A, sc-960228 and sc-96022C. See our web site at www.scbt.com for detailed protocols and support
products.
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