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|BACKGROUND | [STORAGE anD RESUSPENSION

RILPL2 (Rab interacting lysosomal protein-like 2), also known as RLP2, is a Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
211 amino acid protein that belongs to the RILPL family. RILPLZ does not one year from the date of shipment. Once resuspended, store at -20° C,
regulate lysosomal morphology or distribution. RILPL? shares 32% and 18% avoid contact with RNAses and repeated freeze thaw cycles.

amino acid identity with RILPL1 and RILP, respectively. RILPLZ as a novel
interacting partner for the Actin-based molecular motor MyoVa, and has a
novel role for RILPLZ in controlling neuronal morphogenesis. It has been sug-
gested that there is also a novel role for RILPLZ in the regulation of cellular

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM

shape and dendritic-spine morphogenesis, probably via the Rac1-Pak path- EDTA buffered solution.

way. PCR analysis of human tissues detects highest RILPL2 expression in |APPLICATIONS

lung, followed by placenta. Lower expression is detected in liver, kidney,

pancreas, heart and brain, but no expression is detected in skeletal muscle. RILPLZ siRNA (h) is recommended for the inhibition of RILPLZ expression in
The RILPL2 gene is conserved in chimpanzee, canine, bovine mouse, rat, human cells.

chicken and zebrafish, and maps to human chromosome 12q24.31.
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|CHROMOSOMAL LOCATION |
Genetic locus: RILPL2 (human) mapping to 12q24.31.

[PRODUCT |

RILPL2 siRNA (h) is a target-specific 19-25 nt siRNA designed to knock down
gene expression. Each vial contains 3.3 nmol of lyophilized siRNA, sufficient
for a 10 M solution once resuspended using protocol below. Suitable for

50-100 transfections. Also see RILPL2 shRNA Plasmid (h): sc-96126-SH and
RILPL2 shRNA (h) Lentiviral Particles: sc-96126-V as alternate gene silencing
products.
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