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The Power to Question

|BACKGROUND | [PRODUCT |
Leucine-rich repeats (LRRs) are 20-30 amino acid motifs that mediate protein- LRRIQ1 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
protein interactions. The primary function of these motifs is to provide a ver- knock down gene expression. Each vial contains 3.3 nmol of lyophilized
satile structural framework for the formation of these protein-protein inter- siRNA, sufficient for a 10 uM solution once resuspended using protocol
actions. LRRs are present in a variety of proteins with diverse structure and below. Suitable for 50-100 transfections. Also see LRRIQ1 shRNA Plasmid (h):
function, including innate immunity and nervous system development. Several sc-96166-SH and LRRIQ1 shRNA (h) Lentiviral Particles: sc-96166-V as alter-
human diseases are associated with mutations in the genes encoding LRR- nate gene silencing products.

containing proteins. LRRIQ1 (leucine-rich repeat and 1Q domain-containing

protein 1) is a 1336 amino acid protein that contains 12 LRRs and one 10 For independent verification of LRRIQ1 (h) gene silencing results, we also pro-

. . . . . . vide the individual siRNA duplex components. Each is available as 3.3 nmol
domain, which has been characterized to facilitate the binding of calmodulin of Ivophilized SIRNA. These include: sc-96166A. sc-95166B and sc-95166C
(CaM 1). There are three isoforms of LRRIQ1 which are produced as a result yop ' ’ ' '

of alternative splicing events. |STORAGE AND RESUSPENSION |

| REFERENCES | Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.

1. Kobe, B. and Deisenhofer, J. 1994. The leucine-rich repeat: a versatile
binding motif. Trends Biochem. Sci. 19: 415-421.
2. Kobe, B. and Deisenhofer, J. 1995. Proteins with leucine-rich repeats. Curr. Resgspend Iyophlllzgd SIRNA QUpIex " 33q Hl of the RNAse-free water
Obin. Struct. Biol. 5. 409-416. provided. Resuspenspn of the siRNA dgplex in 330 pl of RNAse-free water
p makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
3. Kobe, B. and Kajava, A.V. 2001. The leucine-rich repeat as a protein EDTA buffered solution.
recognition motif. Curr. Opin. Struct. Biol. 11: 725-732.

4. Matsushima, N., Tachi, N, Kuroki, . Enkhbayer. P, Osaki, M., Kamiya, M, APPLICATIONS |
and Kretsinger, R.H. 2005. Structural analysis of leucine-rich-repeat variants ~ LRRIQ1 siRNA (h) is recommended for the inhibition of LRRIQ1 expression in

in proteins associated with human diseases. Cell. Mol. Life Sci. 62: human cells.
2771-2791.

5.Chen, Y., Aulia, S., Li, L. and Tang, B.L. 2006. AMIGO and friends: an
emerging family of brain-enriched, neuronal growth modulating, type |

|SUPPORT REAGENTS
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|CHROMOSOMAL LOCATION |
Genetic locus: LRRIQ1 (human) mapping to 12¢21.31.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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