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|BACKGROUND | [PRODUCT

In eukaryotic cells, selective breakdown of cellular proteins is ensured by PSMD13 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed
their ubiquitination and subsequent degradation by the 26S Proteasome. The  to knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
26S Proteasome is a protease complex that selectively breaks down proteins  siRNA, sufficient for a 10 pM solution once resuspended using protocol
that have been modified by polyubiquitin chains. It is made up of two multi- below. Suitable for 50-100 transfections. Also see PSMD13 shRNA
subunit complexes: the 20S Proteasome chamber, which serves as the prote- Plasmid (h): sc-96416-SH and PSMD13 shRNA (h) Lentiviral Particles:
olytic core of the complex and two 195 regulatory particles which recognize sc-96416-V as alternate gene silencing products.

and unfold ubiquitinated proteins. PSMD13 (proteasome (prosome, macropain)
26S subunit, non-ATPase 13), also known as S11, Rpn9, p40.5, or HSPC027,
is a 376 amino acid protein that belongs to the proteasome subunit S11 fam-
ily. PSMD13 acts as a regulatory subunit of the 26S proteasome which is
involved in the ATP-dependent degradation of ubiquitinated proteins.

For independent verification of PSMD13 (h) gene silencing results, we
also provide the individual siRNA duplex components. Each is available
as 3.3 nmol of lyophilized siRNA. These include: sc-96416A, sc-96416B
and sc-96416C.
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Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
one year from the date of shipment. Once resuspended, store at -20° C,
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|CHROMOSOMAL LOCATION
Genetic locus: PSMD13 (human) mapping to 11p15.5.
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