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The Power to Question

|BACKGROUND | [PRODUCT
Zinc-finger proteins contain DNA-binding domains and have a wide variety ZNF559 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
of functions, most of which encompass some form of transcriptional activa- knock down gene expression. Each vial contains 3.3 nmol of lyophilized
tion or repression. The majority of zinc-finger proteins contain a Kriippel-type siRNA, sufficient for a 10 uM solution once resuspended using protocol

DNA binding domain and a KRAB domain, which is thought to interact with below. Suitable for 50-100 transfections. Also see ZNF559 shRNA Plasmid (h):
KAP1, thereby recruiting histone modifying proteins. Zinc finger protein 559 sc-97483-SH and ZNF559 shRNA (h) Lentiviral Particles: sc-97483-V as alter-
(ZNF559) is a 538 amino acid member of the Kriippel C,H,-type zinc-finger nate gene silencing products.

protein family. Localized to the nucleus, ZNF212 contains 13 C,H,-type zinc

fingers and one KRAB domain through which it is thought to be involved in For independent verification of ZNF559 (h) gene silencing results, we also

DNA-bindi dt itional lati provide the individual siRNA duplex components. Each is available as
-hinding and transcriptional regulation. 3.3 nmol of Iyophilized siRNA. These include: sc-97483A, sc-97483B and
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[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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