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|BACKGROUND | |STORAGE AND RESUSPENSION

Zinc-finger proteins contain DNA-binding domains and have a wide variety of Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
functions, most of which encompass some form of transcriptional activation or one year from the date of shipment. Once resuspended, store at -20° C,
repression. The majority of zinc-finger proteins contain a Kriippel-type DNA avoid contact with RNAses and repeated freeze thaw cycles.

binding domain and a KRAB domain, which is thought to interact with KAP1,

thereby recruiting histone modifying proteins. ZNF541 (zinc finger protein 541) provided. Resuspension of the sIRNA duplex in 330 pl of RNAse-free water

54 1’36.5 amino _amd nyclear protein that acts as a component.of a ghrpmatm makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
remodeling multiprotein complex involved in spermatogenesis. Existing as EDTA buffered solution
three alternatively spliced isoforms, ZNF541 interacts with both HSPA2 and '

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

HDAC1, and contains one SANT domain, a ELM2 domain and five C;H,-

type zinc fingers. The gene encoding ZNF541 maps to human chromosome |APPUCATIONS

19913.33. Chromosome 19 consists of over 63 million bases, houses approxi- ZNF541 siBNA (h) is recommended for the inhibition of ZNF541 expression in
mately 1,400 genes and is the genetic home for a number of immunoglobulin ~ human cells.

(Ig) superfamily members, a number of ICAMs, the CEACAM and PSG family

and Fc receptors (FcRs). |SUPPORT REAGENTS
For optimal siRNA transfection efficiency, Santa Cruz Biotechnology’s
| REFERENCES | siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
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Mao, L. 2000. C-CAM1, a candidate tumor suppressor gene, is abnormally
expressed in primary lung cancers. Clin. Cancer Res. 6: 2988-2993. | GENE EXPRESSION MONITORING
3. Urrutia, R. 2003. KRAB-containing zinc-finger repressor proteins. Genome ZNF541 (E-8): s¢-515333 is recommended as a control antibody for monitoring
Biol. 4: 231. of ZNF541 gene expression knockdown by Western Blotting (starting dilution
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region from SSC 2q. Gene 343: 239-244. To ensure optimal results, the following support reagents are recommended:

5. Huntley, S., Baggott, D.M., Hamilton, A.T., Tran-Gyamfi, M., Yang, S., Kim, 1) Western Blotting: use m-lgGx BP-HRP: sc-516102 or m-lgGk BP-HRP (Cruz
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| CHROMOSOMAL LOCATION | or UltraCruz® Hard-set Mounting Medium: sc-359850.
Genetic locus: ZNF541 (human) mapping to 19g13.33. | RT-PCR REAGENTS
| PRODUCT | Semi-quantitative RT-PCR may be performed to monitor ZNF541 gene

expression knockdown using RT-PCR Primer: ZNF541 (h)-PR: sc-97510-PR
(20 pl). Annealing temperature for the primers should be 55-60° C and the
extension temperature should be 68-72° C.

ZNF541 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
knock down gene expression. Each vial contains 3.3 nmol of lyophilized siRNA,
sufficient for a 10 pM solution once resuspended using protocol below.

Suitable for 50-100 transfections. Also see ZNF541 shRNA Plasmid (h):
RESEARCH USE
sc-97510-SH and ZNF541 shRNA (h) Lentiviral Particles: sc-97510-V as | 5 CH US — -
alternate gene silencing products. For research use only, not for use in diagnostic procedures.

For independent verification of ZNF541 (h) gene silencing results, we also pro- | PROTOCOLS

vide the individual siRNA duplex components. Each is available as 3.3 nmol of

lyophilized SIRNA. These include: sc-97510A, sc-97510B and sc-97510C. Seedoutf web site at www.scbt.com for detailed protocols and support
products.
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