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|BACKGROUND | [PRODUCT

The leucine-rich repeat (LRR) is a 20-30 amino acid motif that forms a LRRCB8E siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
hydrophabic a/p horseshoe fold, allowing it to accommodate several leucine knock down gene expression. Each vial contains 3.3 nmol of lyophilized
residues within a tightly packed core. All LRRs contain a variable segment siRNA, sufficient for a 10 uM solution once resuspended using protocol
and a highly conserved segment, the latter of which accounts for 11 or 12 below. Suitable for 50-100 transfections. Also see LRRC8E shRNA Plasmid (h):
residues of the entire LRR motif. The primary function of these motifs is to sc-97525-SH and LRRC8E shRNA (h) Lentiviral Particles: sc-97525-V as alter-
provide a versatile structural framework to mediate the formation of protein- nate gene silencing products.

protein interactions. LRRs are present in a variety of proteins with diverse
structure and function, including innate immunity and nervous system devel-
opment. Several human diseases are associated with mutations in genes
encoding LRR-containing proteins. LRRC8E (leucine-rich repeat-containing
protein 8E) is a 796 amino acid multi-pass membrane protein that contains 13

For independent verification of LRRC8E (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as

3.3 nmol of lyophilized siRNA. These include: sc-97525A, sc-97525B and
sc-97525C.

LRR (leucine-rich repeats) and is expressed in placenta, pancreas, liver and | STORAGE AND RESUSPENSION

lung. The LRRC8 protein family is involved in B cell development and differen-

tiation. Mutation or deficiency of LRRC8 proteins is the cause of agamma- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
globulinemia, an inherited disorder in which there are very low levels of one year from the date of shipment. Once resuspended, store at -20° C,
immunoglobulins. avoid contact with RNAses and repeated freeze thaw cycles.

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
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For optimal siRNA transfection efficiency, Santa Cruz Biotechnology's
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Genetic locus: LRRC8E (human) mapping to 19p13.2.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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